
RAW SEQUENCE LISTING DAT 12 : 01/11/2001 

PATENT APPLICATION: US/09/2 54,6 00 TIME: 11:37:51 

Input Set : A:\PTO.txt 

OutpuL Set: N: \CRF3\011I2001\I254600 , raw 

SEQUENCE LISTING 

4 (1) GENRRAL iNFORIvIATION : 

6 (1) APPLICANT: Cohen, Yarom 

8 (ii) TITLE OF INVENTION: Pharmaceu Lical Composition for the 

9 Treatment of Syndrome X of Reave ri 
.11 (i.ii) NUMBER OF SEQUENCES: 4 0 

13 (iv) CORRESPONDENCE ADDRESS: 

14 (A) ADDRESSEE: Stevens. Davis, Miller Mosher, LLP 

15 (B) STREET: 1615 L Street, NW, Suite 850 

16 (C) CITY: Washington 

17 (D) STATE: DC 

18 (E) COUNTRY: US 

19 (F) ZIP; 20036 

21 (V) COMPUTER READABLE FORM: 

22 (A) MEDIUM TYPE: Floppy disk 

23 (B) COMPUTER: IBM PC COinpatibie 

24 (C) OPERATING SYSTEM: PC- DOS/MS - DOS 

25 (D) SOFTWARE: Pa lien tin Release ffl.O, Version in. .30 
27 (vi) CURRENT APPLICATION DATA: 

C--> 28 (A) APPLICATION NUMBER: US/09/254,600 

C--> 29 (B) FILING DATE: ll-Mar-i999 

30 (C) CLASSIFICATION: 

32 (viii) ATTORN KY/AGEMT INFORMATION: 

3 3 (A) NAME: Pavel Xo, .Thomas P. 

34 ( B ) R EG 1 S T RAT I ON N UMB E R : 31,689 

35 (C) REFERENCE/DOCKET NUMBER: TPP305.66 

37 (ix) TELECOMMUNICATION INF0R14ATI0N : 

38 (A) TELEPHONE: 202-408-5100 

39 (B) TELEFAX: 202-4 08-5200 
42 (2)' INFORMATION FOR SEQ ID NO: 1: 

4 4 (i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 7 amino acids 
4 7 (B) TYPE: amino acid 

4 8 ( C ) S TR A ND EO NESS: Single 
.49 { D ) TO POLOG Y : 1 i n e a r 

51 (i.i) MOLECULE TYPE: peptide 

5 3 (■ \ 1 i ) H Y P OTH E 7'I CAL : NO 
5 5 (iv) ANTI-SENSfc^: NO 

57 (V) FRAGMENT TYPE: internal 

62 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

64 Pro Phe Asp Trp Lys Thr Phe 

65 1 5' 

67 ( 2 ) IN FO RMA'r TON FOR S EQ ID NO : 2 : 

69 (i) SEQUENCE CHARACTERISTICS: 

70 (A) LENGTIl: 7 amino acids 

71 (B) TYPE: amino acid 

72 (C) STRANDEDNESS : single 



ENTERED 
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7 3 (D) TOPOLOGY: linear 
75 .(i.i) MOLECULI-: TYPE: peptide 
77 ( i i 1 ) H Y P OTH ETT CA L : NO 

79 (iv) ANTi-SIDNSlC: NO 

81 (v) FRAGMENT TYPE: internal 

85 (X.i) SEQUENCE DESCRi PT,[ ON : SEQ JU NO: 2: 

8 7 Ala Tyr Asp Trp Lys Val Phe 
88 1 5 

90 (2) INt'ORJdATION FOR SEQ ID NO; 3: 

93 (1) SEQUENCE CHARACTERISTICS : 

94 (A) LE!IGTH: 6 amino acids 
05 (B) TYPE: ciiuino acid 

96 (C) S'J'KANDEDNESS : slncjlti 

97 (D) TOPOLOGY: .linear 
99 (ii) MOLECULE TYPE: peptide 
101 (iii.) HYPOTHETICAL: NO 

103 (Iv) ANTl- SENSE: NO 

105 (V) FRAGMENT TYPE: internal 

109 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

111 Pro Ala Trp Lys Tlir Phe 

112 1 5 

114 (2) INFORMATION FOR SEQ ID NO: 4: 

IIG (i) SEQUENCE CHARACTERISTICS: 

117 (A) LENGTH: 6 amino acids 

lib (B) TYPE: amino acid 

;119 (C) STRANDEDNESS : single 

120 (D) TOPOLOGY: linear 

:i22 (ii) MOLECULE TYPE: peptide 

124 (iii) HYPOTHETICAL: NO 

12 6 (iv) ANTI- SENSE: NO 

128 (V) FRAGMENT TYPE: i.ntemai 

133 (xi) SEQUENCE DESCRIPTION: SEQ 70 NO: 4: 

135 Pro Tyr Trp Lys Tlir PJie 

136 1 5 

139 (2) INFORMATION FOR SEQ ID NO: 5: 

141 (i) SEQUENCE CHARACTERISTICS: 

14 2 (A) LENGTH: 5 amino acids 

143 (B) TYPE: amino acid 

144 (C) STRANDEDNESS: single 

14 5 (D) TOPOLOGY; linear 

14 7 (ii) MOLECULE TYPE: peptide. 

149 (iii) HYPOTHETICAL: NO 

151 (iv) ANTI -SENSE: NO 

153 (V) FRAGMENT TYPE: Internal 

158 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

160 Pro Phe Trp Lys Phe 

161 1 5 

3 63 (2) INFORMATION FOR SEO ID NO: 6: 

165 (i.) SEQUENCE CHARACTERISTICS: 
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RAW SEQUENCE LISTING DATE: 0l/:i.l/'2OOl 

PATENT APPLICATION: US/09/2 54,60 0 TIME: 11:37:51 

Input: Sot : A:\PTO.txt 

Output Set: N:\CRF3\0Ili2001\I254600.raw 

166 (A) LENGTH: 6 amino acicis 

16 7 (B) TYPE: amino acid 

168 (C) STRANDEDNESS : siiiyie 

169 (D) TOPOLOGY: linear 
171 (ii) MOLECULE TYPE: peptide 

17 3 (iii) Hi:POTHE'i ICAL: tJO 
175 (iv) ANTl-SENSFiJ: NO 

177 (V) FRAGMENT TYPE: internal 

182 (Xi) SEQUENCE nh'SCUU^TiON : SEQ ID NO: 6: 

185 Ala Plio Trp Lys Thr Phe 

186 1 5 

188 (2) INFORMATION FOR SEQ ID NO: 7: 

190 (i) SEQUENCE CHARACTERISTICS: 

101 (A) LENGTH: 6 amino acids 

192 (B) TYPE: amino acid 

193 (C) STRANDEDHESS : siiiqle • 

194 (D) TOPOLOG Y : linear 
190 (ii) MOLECULE TYPE: peptide 
198 (.iii) HYPOTHETICAL: NO 

200 (iv) ANTI -SENSE: NO 

202 (V) FRAGMENT TYPE: internal 

2 07 (xi) SEQUENCE DESCRIPTION: SEQ TD NO: 7: 

209 Pro Phe Trp Lys Val Phe 

210 1 5 

212 (2) INFORMATION FOR SEQ ID NO: 8: 

214 (i) SEQUENCE CHARACTEKISTTCS : 

215 (A) LENGTH: 6 amino aci.ds 

216 (B) TYPE: amino acid 

217 (C) STRANDEDNESS : single 

218 (D) TOPOLOGY: linear 
220 (ii) MOLECULE TYPE: peptide 
22 2 (iii) HYPOTHETICAL: NO 

22 4 (iv) ANTI- SENSE: NO 

22 6 (V) FRAGMENT TYPE: internal 

231 (xi) SEQUENCE DESCRIPTION: SEQ TD NO: 8: 

233 Ala Phe Trp Lys Thr Phe 

234 1 • 5 

236 (2) INFORMATION FOR SEQ ID NO: 9: 

23 8 (i) SEQUENCE CHARACTERISTICS: 
239 (A) LENGTH: 5 amino acids 

24 0 (B) TYPE: am.i no acid 

241 (C) STRANDEDNESS : single 

242 (D) TOPOLOGY: .linear 
24 4 (ii) MOLECULE TYPE: peptide 
246 (iii) HYPOTHETICAL: NO 

24 8 (iv) ANTI -SENSE: NO 

25 0 (V) FRAGMENT TYPE: internal 

25 5 (XL) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

257 Pro Phe Trp Lys Thr 
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RAW SEQUENCE LISTING DATE: Ol/.'l 1/2001 

PATfJNT APPLICATION: US/09/254,6 00 * TIMK; 11:37:51 

input: Sat : A:\PTO.txt 

OiiLpuL Set: N:\CRF3\0iii2001\I254600.raw 

258 1 5 
260 (2) INFORMATION FOR SEQ ID NO: 10: 

262- (i.) SEOUKNCFil CHARACTl^RTSTTCS; 

2G3 (A) iJ-JNGTH: 6 amino acids 

264 (B) TYPE: amino acirt 

265 (C) STKANOblDNKSS : single 

266 (P) TOPOLOGY: lineai: 
268 ( M.) MOLKCULPJ TYPK: peptide 
270 (iii) tlYPOTHl'JT ICAL : NO 

272 (iv) ANTI -SENSE: NO 

274 (V) FRAGMENT TYPE: internal 

279 (xi) SEOUENCE DESCRIPTION: SEQ ID NO: 10: 

281 Pro Vhe. Trp hys Thr Phe 

282 -1 5 

284 (2) INFORMATION FOR SEQ ID NO: 11: 

286 (1) SEQUENCE CHARACTERISTICS: 

287 (A) LENGTH: 5 amino acids 

288 (B) TYPE: amino acid 

289 (C) STRANDEDNESS: single 

290 ' (D) TOPOLOGY: linear 
292 ( i i. } MO L E C U L E T Y P E : ue p 1 1(1 
294 (,iii) HYPOTHETICAL; NO 

29 6 (iv) ANTI- SENSE: NO 

298 (v) FRAGMENT TYPE: internal 

303 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

30 5 Pro Phe Trp Lys Thr 
306 1 , 5 

308 (2) INFORMATION FOR SEQ ID NO : 12 : 

310 (i) SEQUENCE CHARACTERISTICS: 

311 (A) LENGTH: 10 amino acids 

312 (B) TYPE: amino acid 

313 (C) STRANDEDNESS: single 

314 (D) TOPOLOGY: linear 
316 (ii) MOLECULE TYPE: peptide 
318 (iii) HYPOTHETICAL: NO 

320 (iv) ANTI -SENSE: NO 

323 (V) FRAGMENT TYPE: internal 

328 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12:* 

33 0 Lys Asn Phe Phe Trp Lys Thr Ty.r Thr Ser 

331 1 ' 5 . 10 

33 3 (2) INFORl-lATTON FOR SEQ ID NO: 13: 

33 5 (i) SEQUENCE CHARACTERISTICS: 

336 (A) LENGTH: 4 amino acids 

337 (B) TYPE: amino acid 

338 (C) STRANDEDNESS: single 

339 (D) TOPOLOGY: linear 
341 (ii) MOLECULE TYPE: peptide 
343 (Iii) HYPOTHETICAL: NO 

34 5 (iv) ANTI -SENSE: NO 
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34 7 (V) FRAGMENT TYPE: internal 

;i52 (xi) SEQUENCE DESCklPTION: SEO ID NO: 13: 

:s54 Pile Trp Lys Thr 

.^55 I 

357 (2) INfORMATION FOK. SEO ID NO: 14: 

359 (1) SEUUENCE CHARACTERISTICS: 

360 (A) LENGTH: 4 nmino acids 

361 (H) TYPE: amino acid 

362 (C) STl^ANDHDNL'SS : singlo 

363 (D) TOVOLOGY: linear. 
365 (11) MOLECULE TYPE: peptide 
3 67 ( i :i i. ) H Y POT H ET I CAL : NO 

369 (iv) AN'1'1 -SENSE: NO 

371 (V) FRAGMENT TYPE: internal 

376 (xi) SEQUENCE DESCRIPTION: SEO ID HO: 14: 

37B Phe Trp Lys Thr 

379 1 

381 (2) INFORMATION FOR SEQ ID NO: 15: 

383 (i) SEQUENCE CHARACTERIST TCS : 
3Ei4 (A) LENGTH: 4 amino acids 

385 (B) TYPE: amino acid 

386 , ( C ) S TRA N DED NES S : sin cj le 

387 (D) TOPOLOGY: linear 
309 (ii) MOLECULE TYPE: peptide 
391 (iii) HYPOTHETICAL: NO 

3 9 3 ( iv ) ANTI - SENSE : NO 

395 (V) FRAGMENT TYPE: Internal 

400 (Xi) SEQUENCE DESCRIPTION: SEQ TD NO: 15: 

4 02 Phe Trp Lys Ser 
4 03 1 

4 05 (2) INFORMATION FOR SEQ TD NO: 16: 

407 (i) SEQUENCE CRARACTERTSTTCS : 

4 08 (A) LENGTH: 4 amino acids 

4 09 (B) TYPE: amiuo acid 

410 ( C ) S TRAN D E D N ES S : S 1: n 9 le 

4 11 (D) TOPOLOGY: linear 

413 (Li) MOLECULE TYPE: peptide 

415 (iii) HYPOTHETICAL: NO 

417 (iv) ANTI -SENSE: NO 

419 (V) FRAGMENT TYPE: internal ' 

4 24 ( X i ) S EQU EN C E 0 E S C K I P T I f >N : S EQ I D NO : 1 6 : 

4 26 Phe Trp Lys Thr 

4 2 7 1 

4 29 (2) INFORMATION FOR SEQ ID NO: 17: 

4 31 (1) SEQUENCE CHARACTERISTICS: 
4 32 (A) LENGTH: 4 amino acids 

4 33 (B) TYPE: amino acid 

4 34 (C) STRANDEDNESS : sincjle 

4 35 (D) TOPOLOGY: linear 
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VERIFICATION SUMMARY DATE: OI/.l l/'^OOl 

PATENT APPLICATION: US/09/254,600 TIME: 11:37:52 

Input set : A:\PTO.txt 

Output Set: N:\CRP3\011i2001\l254600.raw 

L:28 M:220 C: Keyword misspelled or i[ivalicl formats [(A) APPLICATiOM NUMBER:] 
L;29 M:220 C: Keyword misspelled or invalid format, [(B) FIHWG DATE: J 
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